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SEQ ID. NO.: 1 
PKVC43: 

CCTGGCTGCCTGTGCCTCAACCCCACTCCCAGGGAGACCAAMGCCTTCATACATCTGM AT 

SEQ ID. NO.: 2 
pKVC2B: 

GCGACGGACGAGATGTCTTCGGTGTCCTTGCGTTCGCTACCAGGTCAAAATGCAAATCTTCGTGAAAAC 
CCTGACgGGCAAGACCATCACCC 

SEQ ID. NO.: 3 
pKV ClS: 

1 1 I I I I t lAATTGAGAAAGACATAATGGTTATGGCATTGGCnGAAACCAGTTAAACACCGTTTCGATT 
CCTTCCTTTCTTATTTTAATAGTACGTtAAGTTGGCTCTTCAAAT 

SEQ. ID. NO.: 4 
>pKVC24BR 

pol y ( T ) ATCCATACTTGCTATTTATTTAGGCTTCTAGTTTGGAACAAAAGGNCAAGAGTTAAAAAAAT 
GCCAACATTTCAAGGACCCTTGTT 

SEQ ID. NO. : 5 
PKVC26B: 

CTTCCCCCACTCATCCCTGCTCTGGTCCCTTGTgCCCCTTGGCCCTnACCCCAAGCACCACCCCACAG 
ACTGGGGACCAGCCCCCTCTCCTGCCTATGTCTCgCCCCAAAT 

SEQ ID. NO. : 6 
pKVCSOB: 

CCTTCCCTTCCTTACTTTAATAGTTCGGTAGTACGGANGTTAAATCTTCAGGTCGGTGGTACGCAGCCG 
GGCAACCATGCAATGGATTNAAGGTNGGTAATGGTACAATTGGCCTATGCCCACTTT 

SEQ ID. NO. : 7 
PKVC85B: 

CTTTAGAGCGCACTCAGGGGCACTTGNAAGGGCTTCTCACGAGCGTGGCTGTGGCCATCTGTGGAAAGA 

GCTTCTCGCAGTGNTCGGTNGNNTTATCCCCCACGCCCNTAGNGCACTACTC 

SEQ ID. NO. : 8 

pKVClOO: 

TTAGmCACATTCAAGGGGCTTATGAAGAGATGCAAGTCAGGATACATAGGCTTGATTC 
TTGGCAGCTTAaTGAGTanCACtGAGGCACTtG 

SEQ 'id'. NO. : 9 
PKVC94B: 

CCGCCTGATATAGACACTTCGTAGAGCGTAGTTTGACTATTCCTATACGTTTCTATTTATTGATGAGGA 
TCCTAAA 
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SEQ ID. NO.: 10 
PKVC90B: 

TTTATTATGCACACGTTGTTCAAATAAACCAGTGTGGGATGTTAAGACTATCMTTAATGGTGGGATTA 
TGmGGCATmAnNN™TAAATATATATTTTTTCTGAATGTGTCCTGAGNTCCAAAGAGGTTGGG 
GGNGGGGGNG 

SEQ ID. NO.: 11 
PKVC91B: 

mCCTTGGGTTGCTGGTTGGATTAATCTTTAATAACAATATATAGAAnGTAGACTGATGTTTTAGTG 
TTTTTCCAACACACAAACATAAAAATAAAAACAAGTCGGACCGCTACTTCTGTGTAAATCAAGATCNTT 
GGGGAA 

SEQ ID. NO.: 12 
pKVClOlB: 

CCTGGCCAGCGGGCAGGGCCACGAAGGCAAGATCGGTCGTTGTGCnGTGTTTTCCAAGGAGACGANCC 

NATNANCTGTAAATATGTACACGTNTCTGTCTGTGTGTCCTTCGNGGNAGG 

AIGGTCGGNTCTATHAAA 

SEQ ID. NO. : 13 
pKVC103fB: 

CCAAAATATATTTGGGCCAAATGTTCCGAGGATGAGTCAGGCTGTCCTTCGCGCGGGCGAGACGAAGCT 

TCACACGGGACAAGATGGGATGGGTTGGAGGAATGGATGGTCCCCCAAACA 

ATGGGCTTANAANAATTAT 

SEQ ID. NO. : 14 
PKVC105: 

TTTACTGACAAGCATGGGGAAGTGTGCCCAGCTGGCTGGAAGCTGGCAGTGATACCATCAAGCCTGATG 
TCcAGAAGAGCAAAGAATATTTCTCTAAGCAGAAGTGAGCGCTAGGCCTTTT 

SEQ ID. NO.: 15 
PKVC107: 

CGGCTTCcTGGGCTTTATCGTATGAGCCCATCACATGTTTACTGTAGGAATGGATGTAGACACACGAGC 
ATACnTACATCAGCCACTATAATTATTGCCATTCcTACCGGGGTGAAAGT ATTTAGTTGACT 

SEQ ID. NO. : 16 
pKVClB: 

GGAGCTTGAAGAAGAAGTTTTTTACCACCGTCTTTTTCTACTTTATACAGAAGTAGATATTCCTGCGAA 
GA/s^GAATAATTTGGGGTAATATGCAAGCTAGTAGATGTGGCACAGCAAATC ATATAATAAA 

SEQ ID. NO. : 17 
pKVCSB: 

ACCCCACCCAGAGCCTGGAATCAGGATCCCAGGGTCTAGCCAGCCTGGGGTCCAGAACCCAGAATCCAG 
CCTGTCTGAGCTGGACCTAGCAGCCCAGAGTCTAGCCAGCCTCGCTCCAAGAGGGGCTCTGGTGGCCTA 
GGTAGACAGGCCTGggTGGGGATCAATGAGTTGGTGCTAGGGCCAGGGCACCTCGACTCTGCTCCATAC 
TG 
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SEQ ID. NO. : 18 
pKVC7 : 

CACCTTCCTGAMCACCTGTGGCTTTGACTTTGTTAnGATCCAGATTATTCTCCTTGCATTGGGGAAA 
ATATCTTTCATATTTCACTGTAAGGGATGGTTTTGCGAGAGTAAGTTAATGTCAAGACAAACTGCCAAT 
ACAAGAGCCCAATGATATTAATTACATGAGAAAAaGTAACTA ATACATCC 

SEQ. ID. NO.: 19 
>pKVC55R 

GAGAAAGAAAGAGATGTTTTATTAGCATTTGTTACAGCAACGgTGACGTGAAGGGTCGTCCGTGCACAG 
CCACCCGAGCGGCAAGGCGTAGGCCAGAGCTGACACCCAGTATTTACACGAGTGCAGAACAGGATCACC 
CCGAACCTCAAACAGAAGACTGAAAGTCACTTTACAAAAAGGTAAATAAAAA 

SEQ ID. NO.: 20 
PKVC13B: 

GCTACGGTCGACATCACCATCTTTATCCCTTCCAGCCCTTTGCTGGGTCGCGGGCCTTGGGAAGATGCC 
AAAGAGCCGAGCAGTGGTGGTGGCCAGCGGGCAGAGTGTCCCTGCTTGGGCCAGGAAAGCTTTACCTTC 
TCTGAGCGCCTCTGCCTGAGAGATCGATGGTCTGTGGCTCTA GGAGACCACGTCTTGGAGTG 

SEQ. ID. NO.: 21 
>pKVC6R 

po 1 y ( T ) CCTTCnTATTGAATGACTTTCAAGAgGTAATTACAGnGAAGGTGACAAGTTAGAAAGGAG 
AGGTGCCACTGAAGGCATAAGGCTGCTTGTAGACCCGGCTCTAGACAAGTGGCAGGAGAAGAAAGAGGG 
TTAAAAAAGGCATGAGCGTGCAGCCCACGGGGCA 

SEQ ID. NO. : 22 
PKVC16B: 

GGCAGCACTCCTATTAAAACTGGAACCTACTGAGGTTTCCTCGTGTAATTAGGGAACAGAGAAACACgt 
tCCACGAGGGAGCCTCCAGGTCTAATTACCTGCAACCTCGCTGTACCTTGCTGGCGAGGAGGGAGCCAC 
CAATAGCAATTACTAACGAATGGCTGAATTTCCTTATAAGACCTAGGGAACCTGATGGGAAACTGAATT 
GCTAA 

SEQ. ID. NO.: 23 
>pKVC74F 

I I I I I I ITTTTTTAATTTTTTTTAACGTTTATTTATTTTTGAGACAGAGAGAGACAGAGCATGAACGGG 
GGAGGGGCAGAGAGAGAGGGAGACACAGAATCGGAAGCATGCTCCAGGCTCTGAGCCCATCAGCCCAGA 
GCCCGACGCGGGCTCGAACTCACGGACTGTGAGATCGTGACCTGAGCCGAAGTCAGACGCCCAACCAAC 
TGAGCCACCCAGGCGCACCATC 

SEQ ID. NO.: 24 
PKVC29B: 

CCAGGTGACAGGGAGCCTGCAGGGAGGGTCTGGGTGnCCCAGGAGCCAGGGGAAGTGGGAATGGTGCA 
GGCAGTATTGGAAGGAAGGCCAGTCAGTGGGACTGGCAGCTCAGACAG6CAATATGGGGAAGCATTGGA 
GCTTGCAGTCTCCACTCTGGGGTTAGGGGTTTGCACACTCAGCAATAAATAACTGTGTCACACCAAATC 
CTAAATATATCACTACAAA 
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SEQ. ID. NO.: 25 
>pKVC79R 

pol y ( T )GTGTTAAGTGGTCTTTAnGGGGTGTCACATTAGGnATCTTCTTCATTATCAGTTCTTCAG 
nAATTGTACAAGTATGATAAGTTATTTTATATCTGACGTGGGAAnTAAATGTAAAATAAATACAAAA 
TACATCTGTGGTTTAATGAACACTCAATGAAGAC 

SEQ ID. NO.: 26 
pKVC30 : 

ACAACAACTGTTGCAGGTGCTTTTGTGTGGAGTGTGTGGATCTGTTGGTGGGGCCGGGGGGCCCAGGAC 
TCAAGGAGGACCCCTGGAACTGCTACATGTGCGGGCACAAGGGCACCTACGGGCTGCTGCGGCGGCGGG 
ACGACTGGCCCTCGCGGCTGCAGATGTTCTTTGCCAATAACCACGACCAGGAGTTTGACCCTCCGAAGT 
TTACCCA 

SEQ. ID. NO.: 27 
>pKVC7R 

poly (T )ACACAGAACAAGAAATTTTATTATCTCGAATGCTGGTGCATAAgCAATAACAAGCTCATCAA 
TTAGAGGAGGAGACAGAGGGAAACTTCAGATACTGATGAGGATTTCTGGGCAGGTTTAAAACCTTTAAA 
GATTGAGGCCATAATTGTtCAGTCTTTTTTT 

SEQ ID. NO.: 28 
PKVC32B: 

CCTTGCCAAGGCCGAGGCTCCACAGGAATCAGAGTTGGGACGACNNNNGAAGGAAGCGTTTGGCTTCAC 
ATTCTAGAGAAAGAAGACCCTACTGGGCTGCAGACCCCTCCAGGGCTGTAGGAAAGCTGCTGGACCTCT 
TCTGCTTCTCCCCAACCACTCTGCCACTCTGCCAGTTACCAG TCACCAG 

SEQ. ID NO. : 29 
>pKVC45BR 

TTCAGAATACTGTmTnTTTTTTTTTAAmGTTTTGGTTTGTTTTTGTTTTAATTTAAAGAAAGGT 
ATTTTGCTTGCAGGAAAAATACTCCAGATTCATTTTAATGAGAATCTTTGAAAT6TATTTATCTTTAGG 
GCATTTGGGGCAACTTTAATGCCTGTTGGCCTCCGGCCTTCCTGGAAATAAAAGGTCCAACGG 

SEQ ID. NO.: 30 
PKVC34B: 

CCTGCCCCACGCCATCCTGCGTCTGGACCTGGCTGGCCGGGACCTGACGGACTACCTCATGAAGATCCT 
CACAGAGCGCGGCTACAGCTTCACCACCACCGCCGAGCGGAAATTGTGCGTGACATCAAGGAGAAGCTC 
TGCTACGTGGCCTTGGACTTCGAGCAGGAGATGGCCACCGCCGCGTCCTCGTCCTCCTGGAGAAGAGCT 
ACGAGCTGCCCGAC 

SEQ. ID. NO.: 31 
>pKVC89BF 

ATTGTGATAGAAGACCACGGTGGGTTCAANCANGTTGAAGNAGTTCCGCNTTTCCCCTCCGGGGGAAAG 
GTTGTCGATGTCTNnGGTNNTAAGTANTCACCCATNCATTGTTGACAAGGNTCANTCCCGAAGGGTCA 
TTCTTGAGTAGTAGACCAATATTNTAAAAATAATTTNAATCCTT 
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SEQ ID. NO. : 32 
PKVC34: 

MTTGAGAMGACATMTGGTTATGGCATTGGCTTGAAACCAGnAAAGAGGGTTCGATTCCTTCCTTT 
CnATTTTAATAGTACGTAAGTTGGCTCTTCAAATGTGTGGTACGGAGGAGGACATCCATGCAATCATT 
CAAGATTAGTTGTGGTTAATTCTACTATGGCCACTTCTCGCnGGATGCGAAAGCTTCTCACACTATGA 
AAA 

SEQ ID. NO. : 33 
PKVC36B: 

ACGCTCGTTTTCCAAAGAGAAGAGCGTTGTTTAGAGTAGCGAAATTCGAAGGCTGCTTAGGCGCATTGT 
AAAGCTGTTGGGGAAATAACTCCACAAGTTTCGTGAGTGGAAATGTAGTGCTCGAAACACATTCTGCTT 
TAAAAGGTTGTAACAAATACAAACAAATTTAAAAAAAGCTCT CGAAAA 

SEQ ID. NO.: 34 
pKVC43rB: 

CTGGAGCGCAAGTACTCCGTGTGGATCGGTGGCTCCATCCCGGGCTTGGTGTCCCACCTTCCACAAGTG 
TTGATCACACAAGCCGGAGTACGCGCGCGGTTCGGCCCCCTTCATAGGCCACCGCAAAAACTTTTAGGC 
GGGCTCTTACNTTAGAGGCGGTACACACCTTCTTG 

SEQ ID. NO.: 35 
PKVC73: 

TGGGCATCAAATGAAAGAGATACTTGCAAAGGCTCTTGAGGGGCAGGGAAAGGAAAGGAGGACTGTCTG 
CTTTGGACCCTAAACTGGACAGGGACTAGGTATTTTTGATGTTCATAAGTTGTCCTGCTCTAAGTTCAT 
TTGAGTAGCAGACCTGACAAGCATTTGAGGTCAAAACCCTACCATGTGTAAAAAAAAAA 

SEQ ID. NO.: 36 
PKVC79B: 

GTCTTGATACAAAGCTTCTGTGCTAATCCAGACTATTTAGGCAGGGGCAATAGGGTGTAAAATGTATCT 
GCTCTCnCAAACGCGGCTAANGNTCTAGTCCATGTCCCNCCNNGCAACCNNCAANATCCCACNAGGGG 
GNAGNTCG 

SEQ ID. NO.: 37 
pKVCSlB: 

CCCAGGTGAACAGGAACAGGTTTTCTCATAAAAAACAACAAAAAATCCTTGCCATTCATTTTCTTACTT 
GNATGTGGAAAAATAGATCCGCCTTTATTGNTGAATAGCCTTAAAACTnTGGAGAATATTCCTTAGNA 
AATTAGGGGGGGNGGGGC 

SEQ ID. NO.: 38 
PKVC83B: 

CATCTAGATANTCTTGGNGATTGGGGCCTCTAGNTGATTGCTCGAGCGGCCGCCAGTGTGTTTTAAAGA 
CTGGCTCAGGGCCTGTGCGAGGTGCTGCTGGTGGTGACCAAGGAGGTGGAGGAAAAGGGCTGCTGGNCT 
GCGGNACAGTACTGACCCCGCGGAGGTAGTAGCAACCAGGTCCACCGTACCCCTGCGAGTCCCCCGCTG 
CCAATCCCC 
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SEQ ID. NO.: 39 
PKVC87B: 

CCACCAAGAAGCTGGACCTGTGGATGCTGCCTGAGACACTCATTATCCACCTGAAGCGCTTCTCTTACA 
CCAAGTTCTCCCGCGAGAAGCTGGATACCCTTGTGGAGTTTCCCATCCGGGACCTGGAACTTCTCCGAG 
TTTGGCATCAAGTCCGTAGGAACGAGTCGGCTCCGGAGCTGTACAAATACGCATCTCATCGNGGGNTNC 
CATCNCATTNATGGGGG 

SEQ ID. NO.: 40 
pKVC104fB: 

GGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGGCGCCAGTGTGCTCTAAAGCCAAAATATATTTGA 
GCCAAATGTTCCGAGGATGAGTCAG6CTGTCTTCGGGGGCAGNAAAGGCTTCACACG6GACAAGTGGAT 
GGNTTGGAGGAATGNATGNTCCGCAACCATGGGCT 

SEQ ID. NO.: 41 
PKVC104: 

CTGACTGGCCCAGAATTTTTGAATACTGGAGGCAGTCTCATTGGCCTCCCTCATTAGACTCCAGGATTC 
GGTCCAGCCCGAGACCACTGTGGGCTCCTACCAGTCCAAAAGTCTAGGACCGCTTGCAGACCCAGGAAA 
GGAATTTTCTAGTGTTCTACAAAGGCCAATAGAGAGGGTGGGAGTGGGTGGGGTGAGGACCGGTGGCGA 
GAGGGG 

SEQ ID. NO.: 42 
PKVC109B: 

GCCAGATTTACATAAGAACATGCTTAACAGACGATCTTTTAGCTGACGTCTTACCAGNAATCGCCCAAG 
TCCGCACGGTAAGTAAAGAGGAGGCCCGCCAGGTCAGAGTTTGCTTAGCAATAGGGTCAGGTCACTAAA 
ACTGTAAATCCATTGCGAGAGGGGGACGCCTCCGCTCAAGCT TGGCTGGGCTTCGGC 

SEQ ID. NO.: 43 
PKVC89B: 

GTCAAAGAGACCAAATCCCATATCCTCATCTGATTCCTCCGACTCTTCCTTTGCTTCAACCTTGGCTGG 

GGCTGCAGCAGCAGCAGGTGCAGCAGTGGTGGCAGCGGCCACGGGGGCAGCAGCCACAAATGCAGATGG 

GATCAGCCAAGAAGGCCTTGGACCTTTTCAGGCAAGTGGGGAAGGTATAATCAGGTCTCCACAGGACAA 

AGGCCAGGACCCGCTTATTTTCCATTGGATGGATAGGAATGGGGGGCACTGNATGCAAACAGGNCGGGG 

TTNACCCTTTCnGNAGGACCATT 

TCA 

SEQ ID. NO.: 44 
PKVC115: 

•^gCgcaggcacagctggtgaggggcgaggccgcagacgccaaggtggccaccatggtccggagtgcctgc 
aggtagtgggcncgtcacgagcttcgtgggnggatcggcatcatcgtcaccacgtccaccaacgact 
gggtggtgacctgcggctacaccatccccacctgccgcaagctggacgaactgggctccaaggggctgt 
gggcagactc 



SEQ ID. NO.: 45 
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pKVC20fB: 

CAAACCCATGCATACCACATAGTCAACCCTAGCCCATGGCCACnACAGGAGCCCTTtCAGCCCTCTTA 
ATAACCTCAGGCCTGGCTATATGATTCCACTACAACTCAACACTGCTGnAACCCnGGAATAACTACC 
AACCTACTAACTATATATCAATGATGACGAGACATTATCcGAGAAAGCACATTCCAAGGCCATCATACA 

CCTATCGTTCAAAAAGG 

SEQ ID. NO. : 46 
pKVC7B: 

GCGCCCGCCGCGTCGCGCCGCCTCACCGCCGTACCACCCGCCGCCTCCTCTGCAACCTCAGCCCACCGG 
GGCACCCGGCCCAGGTCACTGGCGGCCCAGGCGCAGCTCCTGGAGGAGAATGACCAGCTCATCCGCTGT 
ATCGTGGAGTATCAGAACAAAGGCCGGGCGAATGAGTGCGTCCAGTACCAGCATGTGTTACACAGAAAT 
CTCATnATTTGGCTACCATCGCAGATGCCAACCCC 

SEQ ID. NO. : 47 
pKVC92: 

AGACCAGCCGGTGACAACCACTAATCAAGTTCCATAACTATATAGCGCCGCAATTCCCATGGCCTCCTC 
ACTAAAGAACCCTGAGTCACCTGTATCATAAATCACCCAATCACCTGCACCGTTAAACTTAAATACGAC 
TTCTACCTCATCTTCCTTTAAAATATAACAAGCAGTTAATAATTCTGCTAACACCCCCGTAATAAACAT 

TGCTAGTA 

SEQ ID. NO. : 48 

pKVCS: TGAGGTTGAnATTGTGGTGGTATTGTTCACTGTGTAGAAATAGTAGGAGTA 

GATTTAAATAGATTGTTCAGTTTTTAATATTAGCCATAGAACTGGTTAGTATCTCAGTAGTTTCATGAA 

AGCTTTTCCTGTATTCTAATCTATTTTGAGAAATTTTCGTCCCTTTTTTTTAATTGTGTCTTACAGTTC 

AAGTTTGTAGATTTTAATAAGCAACAATTTTTAAAGATGCGGTAATCTTCCAACTAATATTTATCCATG 

TTTCATGGCCCCACAACTGCATCTTTAAT 

SEQ ID. NO. : 49 
pKVCSB: 

ctaactgcattctctcctcgncatcctttggggctgattgatgagccccttatttcttatctctaaaa 
atcaacagcaaggtctacttcacatggccactccagtcctttgagctataatcaggattatataactta 
ccctcaaatcaaaagttaagaaaaaggaagcccataagctaaggcactgaatcttttcctgacaatttc 
tagaggtagaatttcatcatgctgcagagagagagagagagagagagagagagaaggaggggagggaag 
agaaatgaaagag 

SEQ ID. NO.: 50 
PKVC14: 

>ATAATGGTTATGGCATTGGCTTGAAACCAGTTAAAGAGGGTTCGATTCCTTCCTTTCTTATTTTAATAG 
TACGTAAGTTGGCTCTTCAAATGTGTGGTACGGAGGAGGACATCCATGCAATCATTCAAGATTAGTTGT 
GGTTAAnCTACTATGGCCACTTCTCGCTTGGATGCGAAAGCTTCTCACACTATGAAAACTATTAACAT 
GACTGCTGTTAATGAGATGAAAGAGCCCAnGAGGAAATCGTATTTCAAGTTGTATATGCATCTGGATA 

GTCAGAATAAC 
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SEQ ID. NO.: 51 
pKVC16: 

TGGTGACACACGTCTTTCAGTCACCAGTGGAGATCACCAGGAGCATCAGCAGGAAGAGCCAGTGGGCCC 
ACAAGCTTAGCAAGnGATCAGGATAGGGnATTTGGTGGATAGACCATGAGTGTCAGGGACCTCCCAC 
TGGACACCACCCCAGAGGCTCAGGATGCTTTTCGAGGGAGGAAAGGAGAAAGACCTCTACTGAGGGAAC 
AGCTGGCCGTGTGTGGTGGGCTGAGGTGACGTACAGGGGCAGAGCTTTCGAGGGATTTTCAGATGATCC 
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SEQ ID. NO. : 52 
pKVC20rB: 

TAAATAGAMCGTATAGAATAGTCAMCTACGTCTACGAAGTGTCAATATCAGGCGGCGGCTTCAAATC 

CGAAGTGGTGATTTGATGTAAAGTGATATTTTAGTTGGCGTAAGAAGCATACAATTAGGAAAGTAGAGC 

CAATAATTACATGTAGCCCATGGAATCCTGTGGCCATGAAGAAGGTAGATCCGTATACTCCGTCCGAGA 

TCGTGAATGATGTTTCATAGTATTCTGGAGGCTTGAAGGAGTGTAAAGTAGACTCCTAAAGAGATTGTA 
ATAAATAGTGCnGAAG 

SEQ. ID. NO.: 53 
>pKVC59BR 

poly(T)GTTTTTGTTmAAAAATGAGTTCTTTTAAAACCATGTCATACATTCCCCAT^^ 
CATGACCCNTTANAATAAAGGCAGGGGGNTTTACTAATGGGGGGGCGGGCCANACCCNCCATCGTTTCA 
GCCAGACAGTTCAACCCGGGGNNCCTTGTTCCTGCGGACCTCCGGGGNANGCCTTTCCTTTTCCAAAAA 
GGGGGCCGNTCGGAGNATGNATNTNGAGGGCCCAATTAG 

SEQ ID. NO.: 54 
PKVC21B: 

GCGCTCTGACCAGGCATCAGTTTTCCTGGTGCTCTCTGGGCTAGCCTGGTGATGTAGGGCCAGGCAGAC 
AGGCAGGCAGGGGCTGAACAGGGTTTCTCTGCTCCAGGAAGACCAAACACAGAGGACCTTACAGGCAGG 
AACCCCACAGACTGTCCCAACCCACACACTCCACCACCTGTGCCCTGTCCCATGTCTGAGCCAAGGCCC 
TGAGGTAGAAAGTCACCTGATCCTGTATCTCCATAGGGGCCTGACTTT 

SEQ. ID. NO.: 55 
>pKVC61BF 

pol y ( T) CCCNAGNGCACACNGGNGGCCNTAANNAGNGGNTCCNAGCNCGGNACCNAGNTTGAGGCATA 

GCTTNAGNATTCNATAGTGNANCACAAATAGCNTGGGGNAATCANGGNCAAAGCCNTTTCCCGTGNGAA 

ATTGTNATCCNNTCANAATTCCNCACAANATACGGGCCNGAAGCATAAAGNGTAAAGCCCGGGGGGCCC 
AANGNGGGNGCNAACTCACATTTAATNGCG 

SEQ ID. NO.: 56 
PKVC23: 

GGGAAATGTAGTnGGATGCAAAGCTGATTAAATTGGATCAAGAAAAATTGGAATTAAATACATACAAT 

AATGCATGCATTTATGGTTTCGATTTTTATATATCCTTAGCTAGTTGGAAATGATGATTCCCACAACAA 

GCATAACTCAGCnGTTTCTGCnACTGAGTACTTTCTCCTATGGTATATGTTGATAACATTTCTTCCA 
TTATGTATGTTGCATAcgAGAGTTACAGTTACT GTGGGAATCATAATTTT 

SEQ. ID. NO.: 57 
>pKVC9R 

GTCACCATTAAATGTCTgAATTTTaAACAGAnCTTGGACTGGTGGCTCATATCCATCAGCTCGCTCAA 

CTTTAGCACCGGTCTCATCCCCAGTAGCnrrCCAGAACTGCTACCTTCACCATGAAGCTCCATGAGCT 

TTCCCAATTCAAACTTGGGCTTCTTCAGCATTTTTACTTnCTAACGAAGTCATCATGAAGTGGATAAA 

TAGACTGACAAGCCnCTCTATGTCmTCCGATCTGTCTGGAATCAATTTATTGACAACTTCTTTCAA 
GTCA 
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SEQ ID. NO. : 58 
PKVC28B: 

TCATAGCATTTCTTCTGCTTCTCCTGGATTATGTGCTACAAATGTGCTTTGGCTTTAGAAAGGGATGGA 

TGAGAAGACAGAGCTGAGATCAACCTGGGTAGAAGCAGAAAGTTAAACCCTTTAAAAGTGCTGAACACA 

GAnCGAATCCAAATGGTTCAAGCAGCCATGAAATCGCTCTTCATGAAGTGGGCTTAATTCTCTAGTTT 

AAGTTCTTTTGATGGAATGAAnAATTAATGTGTCAGGTGGCTTATTTGTGGATGCATGAnGATGATG 
TCAH 

SEQ ID. NO. : 59 
PKVC29: 

CGGACCCGGACAGAAAGCAAATCCTGGAGCGCACCCAGCGTGCGGTGGGGCTGGCCGCAGAGCCCCTGG 

AGAGAGCCGTGCGGgNCGGCCTCCCGGCAGAGGAGGCCGCCCGCTGCGCAGAGGTGnGTTGGAAGAAG 

CGAAAGATTTGCTCTCCGACTGGTTGGACTCCACCCTGGGCAGCGAAGTTACGGACAATTCTATTTTCT 

CCAAACTGCCCAAGTTCTGGGAAGAAGAATTCCACAGAGACATGGAAACCCTGAACGTTCTCCCTCCGG 
ACGTCCT 

SEQ ID. NO.: 60 
pKVC38: 

CGAATCTGTTGTAGCAGTTTCAAATGATTGTGTGGATATTGGATGTTTAACCTTTACCATTTGCTTTGT 
ATCGACACATTTTTCATTTTAAGTGTTAACTCATGTACTGTTTACTTTAGGAATAATGCAAATCCAACC 
TTCATCCAGTGATGAGAATAGCAGTATGATAGGAATTTGCTCAATGTGCTTTAAATGAGTAATTGCTTT 
ATCTTTTTTAGTATCTGATAGACTTTGCATGACACGGTACACTCCTAATTATGCATTCTTTAGTTTCCA 
AATCTTAACCTAAGACATTCTATATTAACTGATGGGTAGCTGAG 

SEQ ID. NO.: 61 
PKVC48B : 

GGnTTGCAGGGGCAAGTGGGGCTGGGCCCCGCTGGGTGAGAACCCCGCCGCACACTGCAGTGGGTGCC 

TGGACCCCGCAGCAGCGCTGAGCAGACGGTGGACTCTGGGCTGTGGCCTTTCTTGGGCCCACTGGGGCC 

GGCTCTTGTATATAGCTGGGGCTCATGGGCATGACCCCTTTTTTAAAACCTTGGGTCTTAGGACACCTG 

GGTTTACCCTCAACTAAGGGAGGGTGGGAAAGGGATTTACTTGGGGTCTCAATAATTTACGATATCCCT 
TTAAGGTTGACCAnAAAACTGTCCCA 

SEQ ID. NO.: 62 
pKVCSlB: 

CCTCTTAATAACCTCAGGCCTGGCTATATGATTCCACTACAACTCAACACTGCTGTTAACCCTTGGAAT 
AACTACCAACCTACTAACTATATATCAATGATGACGAGACATTATCCGAGAAAGCACATTCCAAGGCCA 
TCATACACCTATCGTTCAAAAAGGCCTTCGATACGGAATAATCCTCTTTATCATCTCAGAGGTAnCTT 
TTTCGCAGGCTTTCTTCTGGGCCTTTGnACCACTCAAGCCTAGCCCCAACCCCCCGTAGCTTAGGGGG 

SEQ ID. NO.: 63 
pKVCSSB: 
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SEQ ID. NO. : 69 
pKVC69 : 

TGGCTGTCATCTGGAGGCTTCTGCCTCAGCTCCTGAAGGCTGCTCTCATTCCTTCTCGCGTGCTCCCGT 
CCATCTTCAAATTCTCAATGGCCCATCTTCTCACGCCTCCCATCCCTCTGCCTTCTTCCTCTGTTTTAA 
GGTTCATGTGATTAGATCAAGCCCACTGATCAAGTCTCCCTATTTTAAGGTCAGTTCTGCCATAGAACA 
- TAACATAATCACAGGAGTGACTGCACAGGCACGGGTTCCTGGGATTTGGGCATGGAGTTGGGGG 

SEQ ID. NO.: 70 
pKVC74 : 

ACGCTAAGGACACCrrrTTTGTTTCTGCACCTGATGTTATAGATGGCAACACCAAGTTCTAGAGCAATT 
GAGAGACTTGTCCAAGGTCACAGGATGGCTTCACTTCAGCCAACTATATAGTTGCAGTGACAGTATGTG 
TGCTCTCTGAGGGGTTACTGAAAACCCCTGTCAAATATTTCCTGTGGACACTCAGCCTTTAAACTCCCA 
AGCCTCATGAAGAACTTATTGGGGGGGGGGGGCGCCTAAATAATTCAGTCGGTTGAGCGTCTGACTTCG 
GCTCAGGTCATGATCTCACAGCTC GTGAGTTCGAG 

SEQ ID. NO.: 71 
pKVC86: 

TGCCTAGAATCATTGTTCTGTGTGGAGGTGTTTTGTTTTGATAGAAACCGGCCAGTCTTGAACCAGAAC 
GAATGTTTCCCTTGTCTAATGTTCTCACAGAGAAATGGACAAGCGTTTTACAGGTATAAAAGGCACAAG 
GAGGAACTTATTTTTGGTCAGAGCATTGGGGAAGTAAATCACAAGGCAAAATAGATCTGTTTGTTGTTT 
GTTGCGGGAGGAAGTATTAATAAGCAAATCAAATGCCTTGTATGATCTCCAGTGTTATAATTATAGATC 
CTAACTTTGCAAATACATGTAG 

SEQ ID. NO.: 72 
PKVC96B: 

ACTGGACCAAAATTGGTGTTTGTTTTAACCTTGACTCTTCTTTTGATTATTTCTAATGCTACAAGAATG 
CTGTAAAGTGTCTTCTACAATGATGTAGCCCTGACAAGACATGTTTGGCAGTGTATAAAAATTAGGTAG 
GATTGTGCACTGATTCGACCATTGTGAAATCTTTTCTCAGTGGTAAGTGCATTCTCTAATAAAATTTAT 
GNAGGTGAAACAATCTTTGGNGCAATGGACCACTCATGCATCCATCCC 

SEQ ID. NO.: 73 
PKVC97B: 

AACAGCCCCACTATCAGCACCCAAAGCTGAAATTCTTTCTTAAACTATTCCnGCCAATACCAGNAAAG 
CAACCCCATAACTTTCATAATTCATATATTGCATATACCCATACTGTGGCTTGGCCAGTATGTCCTTAT 
TTCCCACAAAAAAACCAAGTAANAAACCCCAAGTACCACAACCCAAAACACACAATGTAAAATCACTCT 
ATTAACCACANACCCACCCCAGGTTGGGTATTATACACCCATGGTNCATAAGGACATACTATGT 

SEQ.. ID. NO.: 74 
pKVC103rB: 

cgctgcatctttttctatgctctccctgctggcgctgatg?ggagatacagacagcaaai^cggacagctc 
g!tnt'catgatcgactcggaccctctgcgnctgcatgXggcaccactatgttgnattctatcagctcacc 
cgitgntacaagtgtagnctcaaaggaagaatagtgggagtcttctgtgagacctatctgaatccccgn 
ntggccctgagnttccagagggncctggtcgtcccatcgcctagcagggttcaagnaaaggggcccgcn 
catggcagtccttggncagnagnaangganttggncccaaccccnttggttcccaaccca 



SEQ ID. NO.: 75 
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PKVC103: 

CGGCCACTGGTCATCAGATGAGCAnnGTGTGTTTGAAGCTAGTAGCTATAGAAAAGATAGTTGTGCC 
CTGATAAAGTAGCTTTTTAAAAAAAGnTGGGTTAGTTTCACATTCAAGGGGCTTATGAAGAGATGCAA 
GTCAGGATACATAGGCTTGATTCTTGGCAGCTTAATGAGTCnCACGAGGCACTGAAGGTGGAAGGGTG 
GAGTCCAGTAACTGCTCTGGAGCAGTGACTTCCCAATTCTGACGATCTCAACAnGTTTCTGAAGGACG 
TTGCCATCTTGGACACAGGAACGTGCTGTGGGGTGCCTGGCAGTGTCTGAGTAGTAGACTT 

SEQ ID. NO.: 76 
pKVC104rB: 

CGCTGCATCTTTTTCTATGCTCTCCCTGCTGGCGCTGATGGGAGATACAGACAGCAAAACGGACAGCTC 
GTTTCATGATCGACTCGGGACCCTCTGTCGTCTGCATGNAGGGCACCACCTACTGTTGGATTCTTATCA 
GNNCAACCCGCCCNGNTGCAAAGATGNTAGACTCCANAAGAGNAAGNAATNAGTTGGGGNAGGTCNTTT 
CCTGCTGNAGAACCTAATTCNTTGCAATTCCCC CCCCGCCCCCGG 

SEQ ID. NO.: 77 
pKVC107fB: 

ATTACAACATCTAGAAGGCTTTCATCATACGATACAAAGCTCAGTTACAAATGTGCATCCTAGTATTTG 
GAAAACTAATACCTCTCTTAATGTAACATGAAAAAATTATTTCTTATGTCCTTTTTCAGGACTCCTCTT 
TTATTTTTTGGTATTTTATCTTTTATGGCCACCTTGGCCTTCTGGCCAATGTGTTATGCAGTGAAAATG 
CTTGTGGGCAGAGGATGCCCTACAGCGCAAAAATACCGCGCACATGGGTTTCCCAGGTA 

SEQ ID. NO.: 78 
pKVC107rB: 

TTTTGTTTTATCCGTTTATTAGTACATGGGCGTCGGGAGGATGATTTACTCATCATCTTGTATTACCAG 
AGGTAGAGCATAATGCCATCTGCTAGGGATCCAGTTCGACAGCACCTCAAAACACTAGTCTGCTCACTC 
ACCCTATAGGGCTTGNTCATTCCACTTGGGATGGAAGACAACAGTGCCTTTAATGCAAATGGGCCCCAG 
GCAAGGAATTAACCATTGGCTTCATGGCTCATGAAGGAATACAGNCNNATTTAANGCGNGGCAGGCAGG 
AAGCCTTTGNGCTA 

SEQ ID. NO.: 79 
PKVC124: 

CTAAAGTGGCTgAACAGTATACCCACCCCTAGCCGGCAACCTGGCTCATGCAGGAGCATCCGTAGACCT 
AACTATTTTTTCACTACACCTGGCAGGTGTCCTCCTCAATCTTGGGTGCTATTAATTTCATTACTACTA 
TTATTAATATAAAACCTCCTGCCATGTCCCAATATCAAACACCTCTATTTGTCTGATCAGTCTTAATCA 
CTGCTGTCmCTACTTCTATCACTTCCAGTCTTAGCAGCGGGAATCACTATATTATTAACAGATCGAA 
ACCT 

•SEO ID. NO.: 80 
PKVC24B: 

GCCGGGAGCCGGCCnTGGGCCGNGGGCGGAGAGGCCCCCGGACGGTCGAGTGCTTCTCCTGACTGGTG 
CGAGAAGAACATTTTCTATATACTTCCAGGTGCTTTTATATTCCTTTCGAGAAGAAAATAAAATTATGA 
ACTCAGGATTTTGCAAGTATTCTGTGTTTCTCCTGGAGTAGGTAGTCCTTCTTCTTTTACCCAGCCACT 
TTCCCTATTCTTGAAATGTGGATCTCTCTTCTCTACATGTTTTACCTCCATGATTTGGATTGGAAAAAG 
CTGCTmcnTTGGnCCACTTTTCAGATTCAACATAGAGAAGCTCCTAGGATGCAGTCGTCTTTCTG 
AAGCGCTTCCAGGGAAGAAAGAAAGAAACT 
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SEQ ID. NO. : 81 
pKVC25: 

AGGTCTTAANCCCAACCCCGTCCCACCCACAG6GTNCCAGCGTGGTGACTACAGGCGACCCTCCCTATG 
TCGGGTCTAGAACGCCCCCAGCTGGAACGAAGGGAAGAAGCTAAnACAGTGTCTTCCTTTGCACTGAC 
CNNCCCCCCCCCCGCCCCCCCGCCACCAGTTCAGTCCAGGAGGGGACnGTTAGCCCGTAGCCCATCTT 
CCCCACTATCCTGGCGTGTTGGGCTCGTGAATGCCTCCTAGCCAAATCACTAGAGTGCAGTGACCCCAG 
CCTCCTTCCTGTGCCAAGATG 

SEQ ID. NO. : 82 
PKVC40B: 

GCAACAAGGAATGAGACCCCCAATGCCGCCTCATGGTCA6TACGGTGGTCATCATCAAGGCATGCCAGG 
TTACCTTCCTGGTGCTATGCCACCGTAT6GGCAGGGACCGCCAATGGTACCCCCTTACCAAGGTGGGCC 
TCCTCGACCTCCGATGGGAATGAGACCTCCTGTAATGTCGCAAGGTGGCCGTTACTGATCmCTTCAT 
CCAATCTAATAGGTTTTGAGATTAAACCTTTTCTCAACTTGTGCTGGTTTATATAGCCAAGCTTCCGTC 
AATAAGGCTTTATTGTTGACTTTAACAAACATTATATTACCACATACCAGGGACTATTGGACAATTATT 
TTACAAGGGGAAAATT 

SEQ ID. NO. : 83 
pKVC43fB: 

CCTGGCTGCCTGTGCCTCAACCCCACTCCCAGGGAGACCAAAAGCCnCATACATCTAAAATTGGGGGG 
GGGGGGGGGGACAAAAAAGGGGGCCCACGATGGCAGACCATTCGAAATAAAACAAAAAGACCAAGTTTT 
AAGGCGAGAGnTAAAAAAAATTTGGACTACATAATnACACCAAGGCAATGTTATCACCCTGCGCCTG 
TTTGGACTTGGGCGGGGACTGGCCCTTCTCCTCAGGGGGAAATGGGGTGGCTTTTGGGAAGGCAAGGGA 
CTTCCTGTAACAATGCATCTCAGGGTATTTGGAATGACTATTAAAAAAAAAAGGGCCAATGTTACAGTC 
AAGGTCCTGGGCCCA ACCTTGGAACTTTTGGGGGT 

SEQ ID. NO.: 84 
PKVC55B: 

CCCAAACATCTACAAACACAACTAACACCAGAAAATAAAACAAAACATTTAGTCACCTTATAAAAGTAT 
AGGAGATAGAAATTTAACTTGGCGCTATAGAGAAAGTACCGCAAGGGAAAGATGAAAGATAAAATTAAA 
AGCACCACACAGCAAAGATTACCCCTTGTACCTTTTGCATAATGAGTTAGCTAGAACAACCTAACAAAG 
AGAACTTCAGCTAGGCeCCCCGAAACCAGACGAGCTACCCATGTACAATCTATTTCAGGGGTGAAACTC 
CGTCTATGnGCAAAATTAGTGAGAAGGTTTTTGGGTAGAGGTGAAAAGCCTATCGGGCCTGGTGGTAG 
CTGGTTGCCCCGAACCGGATTCTTAGTTTCACCTTTTAAACTTTCCT 

SEQ ID. NO. : 85 
PKVC57B: 

GC^GAAGCAGTGATCCTCCAGCCTGCAGAGGCCCCCTTCCCCAGCCTGGCCCAGCTCCGGCCCGGCCCC 
GGGCTGGACTCCTCCTACACGATTTATTTGACGTTTTATTTTGGTTTCCCCCACACCCCCTCAATCTGT 
CGGGGAGCCCCTGCCCTTCATCTTGCTCCCTTGGCCAGGAGTGAGTGACCCATGGCCTTGGCGAAATTG 
TCCTCCTCUCTCCCCTCGCACTACAGTCCTGGTCGGGGAGAGGGTGGCGGGTGCTGCTTGTGGTTTAG 
TGGGTTTTGTTTGGI I I I I IGTTTTCTTTCT 
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SEQ ID. NO.: 86 
pKVC60fB: 

AMGGGTGGGGCANnGATGCTGGTTTCTTCCTCTGCGTTTTCCGTAAnCCTTCTTACTAGGGCTTTA 
TAATTCTAATTmCTTGGTTAAGTAGTAATATAAAACACAATCAGGAACACTCnTCTTTCCAAGTAG 
GATGCAATTAGTCCAAAGTTTTTTGGATGCTGGATAAACTTGTCCnAAAGATCTCCTTCTCGTGGTCA 
GTCCAAACATTCATAAACTGCCTATCTTTATAAACTTTCATAGGATCnCCATGAGTCCATTCATGnG 
ATGAATTTGACTCGTCTCTGTTCTGCATCAAACATCATAGGTGGGATCACAGAGAGTTGCCGCATTTGT 
TTCTCATTATTTCTCCTTCTCAGAGAGCCCATCAATAATTTTCAG 

SEQ ID. NO.: 87 
pKVCeOrB: 

GTTTCCAGAAATTCGAAAACAAAGAGAACAACAAGAAAGGTTTCAGCGAGnGGGCAGAGGGGAGCTGG 

TCTTTCAGCCACGATTGCTAGGAGCGAGCATGAGATTTCTGAAATTATTGATGGGCTCTCTGAGCAGGA 

GAATAATGAGAAACAAATGCGGCAACTCTCTGTGATCCCACCTATGATGTTTGATGCAGAACAGAGACG 

AGTCAAATTCATCAACATGAATGGACTCATGGAAGATCCTATGGAAAGTnATAAAAGATAGGCAGTTT 

ATGAATGTTTGGGACTGACCACGAGAAGGAGATCTTTAAGGACAAGTTTATCCAGCATCCAAAAAACTT 

TGGGCTAATTGCATCCTACTTGGGAAAGAAAGGGTGTTCCTGATTGTGTTTTATATTACTACTTAACCC 

AGGAAAATGGGGATTATTAAAGGCCTAGTAAGGAGGGATTTACGGGAAACCGCAGAGGAAGGAACCCGC 
AGGCAATTGCCCCCCCTTTGG 

SEQ ID. NO.: 88 
PKVC63B: 

CCTACCCGGTTTTGGGATAATCTCACATATTGTTACCTACTATTCAGGTAAAAAAGAACCCTTTGGCTA 

CATGGGAATAGTTTGAGCCATGATATCAATCGGCTTCCTGGGCTTTATCGTATGAGCCCATCACATGTT 

TACTGTAGGAATGGATGTAGACACACGAGCATACTTTACATCAGCCACTATAATTATTGCCATTCCTAC 

CGGGGTGAAAGTATTTAGTTGACTGGCTACTCTTCATGGAGGTAATATTAAATGGTCCCCTGCTATATT 

ATGAGCCTTAGGCTTTTATTTTCCCATTTACCGTAGGAGGGCCTAACGGGGATTGTACTAGCAAACTCT 

TCACTAGACAATGTTCTTCACGGCACATATTACGTGGGGGGCCACTGTCACTATGGCTTGTCAATAGGG 
GCAGTATTCGTATGATAGGGGGGTTCGTCC 

SEQ ID. NO.: 89 
PKVC64B: 

GCAATCCTGGCCTGGGGGCCTGAGGCCCTTCCCCTGCTCCAGGCTGTCATCTCCTGCCTCCTCTCCTCC 

GGCCTCCTCAGTTTTGCCAACTGCAATTCATTTGAGTTACTGTTTATGCTAAGCATGTACTCCTGACTT 

GTCACTGACTTTCCTCTGGAGCAGGTGGGTAGAAAAAGAGGCTATGGGTGGGGGAAAAAAATGTTCCTG 

TTCTCACTTGTAAGGCTGGTTTTTGGCTTTTCTGCCATGGGATTCTCCCCCTGACCTCTCCCCTCAGCA 

ATTCCTGCAAAGGGTTAAAAATTTAACTGGTTTTTNAACTACTGATGGACTTAAACAACACAAAGGATG 

CTGGGATGCTAACTTGGTTAACTAAACCATCAAGGTTGTACCAAGTTTTGGATTGGTAACTGGTNAAAT 
ACAAGTA 
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SEQ ID. NO.: 90 
PKVC66B: 

CGTATGAGGCAGTCCCCTGCTCGCCCCATCCCCCACTGTCAGGTCTATGGGTCCGTGGGCCAGAATGGG 
GTGGAATTGGGTTGAGGGAGGGACAGCCCTGGCTGACAATGATATTGGTGTAATCAACATTAACCGAGC 
CGGCTTCAGCTTACCTCAACCCGGGCAGGACACCACCACCTTGAGAAACCACAAGCTGGAGCGACCCTC 
AGGCCCTGCAGGCCTTGCAAACAGCCCTGGGTGGACCCCACACCAGTCCCTGTTAGCCAGCTAGGCCCA 
GTCTTCCTTCAGCACCACACTTTTATCCTGGGCAGGTTTCTGTCAGGTGGAAGCTGGTAAAAGCGGGTC 
CCAGCCAAGGGCTTCAGGTTCAGCGCCAGCCAGTAACTTCAATTCnAACGGTGGGCAGGA 

SEQ ID. NO.: 91 
PKVC82B: 

GCCACCTGACCCTCCTAACCCATGGCTGTCTGATGATACTACTTTCTGGGAACTTGNAAGCAAGCAAAG 

AACCAAGTCAGCAGAGGGTAAAACGATGGGGTTTTGGCATGGATGAAGCATTGAAAGACCCAGTTGGGA 

GAGAACAGTTTCTTAAATTTCTAGAGTCAGAATTCAGCTCAGAAAATTTAAGATTCTGGCTAGNCAGTG 

GAAGNACCTGAAAGNAAAAGGTCTAATNAGGAGAAAGTTCCCTnCCCGGAGATTCAGGGAAAATATGG 

GCAAAGNAATTTTCTTGGGCTCCCTGGGAGGCTTCCCCAGNTGCCCAATCCAAACCTTGGGGTTTTCCT 
NAAGGAGGCTNATGGATT 

SEQ ID. NO.: 92 
pKVCllO 

GAGAAAGACATAATGGTTATGGCATTGGCTTGAAACCAGTTAAAGAGGGTTCGATTCCTTCCTTTCTTA 
TTTTAATAGTACGTAAGTTGGCTCTTCAAATGTGTGGTACGGAGGAGGACATCcATGCAATCATTCAAG 
AnAGTTGTGGTTAATTCTACTATGGCCACTTCTCGCTTGGA TGGCAAAGCTTCT 

SEQ ID. NO.: 93 

pKVC134: Homologous to human alpha tubulin; Accession HSHA44G 

CCGCCAGTGTGCTCTAAAGTGTGGTACCCTGGTGGAGACCTGGCCAAAGTACAG 

CGAGCTGTGTGCATGCTGAGCAACACCACAGCCATTGCTGAGGCCTGGGCTCGC 

CTGGACCACAAGTTTGACCTGATGTATGCCAAGCGTGCCTnGTTCACTGGTATGTGGGTGAGGGCATG 

GAGGAAGGAGAGnTTCTGAGGCCCGTGAGACATGGCTGCCCGTGAGACATGGCTGCCCTTGAGAAGGA 

TTATAGGAGGTTGGTGTGGA 

SEQ ID. NO.: 94 

pKVClOS: Homologous to Mouse Initiation factor eIF-4A: 
Accession MMEIF4AL 

TCTTCTCCCAAAAACACTAATCCATGTCCGTAACCCACTCAGCCTCCAGACCCCAGAGGCTCTCCCCCA 
CCCAGCTGCCCACCTCTAAAGAGGATTCAAGGGGCTATAGTGTcACCCAACCTCATTTGCTGGACCAAA 
TCTGGAG AACCc TTGAGCTAGGTGGCCcATGGGgTTGTCCccAGGTGGGGgAGCAGGGGAGAGAAAATG 
GTAGCCArnTTACATTGTTTTGTATAGTATTT ATTGATTCAGG 
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SEQ ID. NO.: 95 

pKVClOSB: Homologous to Human mRNA for prolif. associated protein; 
Accession HSPAG 

GTCAGACACAACTTTCTGAATCCTCTNAGGANGGTGATCCAGTTCATGAANATTCTCTGTAAAATNANT 
NTGGNAAACTANATNAGTGNNGATNCAGGTCTNGAGNNTCTCCnCCAGTGNCTAAAAAGTNCACAGAN 
GNCAGGAACTNCCTATCTGCATGCAGTCACCAGnCTCATNC TCTANGCA 

SEQ ID. NO.: 96 

pKVC92B: Human Mitochondrial hinge protein; Accession HSHINGE 
CCCAGCCTTCATGAGCTGGTCATCAGGATACTTTCTTATGGGNTNGANCATGCCANTTGCTTNTNCGNG 
TANATGTAAGnCATGNCAACCNCATTTTTTTTCTAGCCTNNGGNCTNAAGGTNANTCGTCTCNTTANG 
CAGCNGANNCAGTTGNAGTCTNTCAAANGNNCACAAANACCTAA 

SEQ ID. NO.: 97 

pKVC91: Homologous to Bovine NADH dehydrogenase; Accession MIBTXX 

GGGTTAAGTGATAGGAGGAGAAGGGCTGAGTAGGTGGAGGgCTATTAGGGCATTTTCTCGGTGTAAATG 

ATGGGTTGATATTTTTAATGTGGTGTGTGTATTTGCCTCGTTGAGTTATAATAAGTATGTAGAGggaGT 

ATaGccCTGTAATGATGATATTAGTACCCATTAGGATAATGGTTATGTTTGATCATGAGAAGGAGGCTA 

TTACTAC 

SEQ ID. NO.: 98 

pKVC90: Homologous to Human hnRNP core protein Al; Accession HSRNPAl 

ACAACTTTGGCCGTGGAGGAAACTTCAGTGGGCGAGGTGGCTTTGGCGGCAGTCGAGGTGGTGGTGGAT 

ATGGTGGCAGTGGGGATGGCTATAACGGATTTGGTAACGATGGAAGCAACTTTGGAGGTGGTGGAAGCT 

ATAATGATTTTGGCAATTACAACAATCAATCTTCAAATTTTGGACCCATGAAAGGAGGAAATTTTGGAG 

GCAGAAGCTCTGGCCCCTATGGTGGTGGAGGCCAATACTTT 

SEQ ID. NO. : 99 

pKVC86B: Homologous to Rat Ribosomal protein S27; Accession RRS27 

GCGAAGGACCTCCTGCACACGTCCCCGGAAGAGGAGAAGAGGAAGCACAAGAAGAAGCGCCTGGTGCAG 

AGCCCCAACTCCTACnCATGGACGTGAAGTGCCCGGGGTGCTACAAAATCACCACCGTGTTTCCCT 

SEQ ID. NO. : 100 

pKVC82: Human Carboxypeptidase E; Accession HSCARBE 
ATCTGCCATTTTAGACTTAAAGGAAATATTCCACGTGTTATTTA.CGATCCAGAAGTTTTTGAGTAATTC 
TGGCTTTTAAAAACTAATGAAGTCCTTTTAGTGTAATGGTAACAGTGCCACATAGTGAATGCCACTGAA 
AAGGTCAACAGCTACATTTTGGTGTTGTGAGCATTATACCGCAAGACTTACATAGTTCAGTATAA 
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SEQ ID. NO. : 101 

pKVCSO: Homologous to Rat VAMP- 2; Accession RNVAMPB 

GGTCCTTGTATCACmCAmGCATGACGTTCCTTGCAGGTGGTGGGAGCCTGGGCTTTTGGGGAGCC 

AGAACCTTCTGGCCCCCAGAATCACCCCCTCCTAGCCCCCTCTAGTCCAGTTTGCCTCCCCTGCCCCCA 

TTTTCCAAACCTCTTGTCCCCTCCCCTCCCTCCCCCCTCCCCCCAGCTGGTGTGGAAGTGTTCTCGGAG 

TTCAGTGTGTATGAAGGACAATAGTTTGCACTGGAGTTT 

SEQ ID. NO. : 102 

pKVC79: Homologous to Bovine Nuclear encoded ADP/ATP transporter; 
Accession BTADTPMT 

GGATGATTGCCCAGAGCGTGACAGCGGTCGCAGGGCTGGTGTCCTACCCCTTTGACACTGTCCGCCGTA 
GATGATGATGCAGTCTGGCCGGAAAGGGGCGGATATTATGTACACTGGGACGGTGGACTGCTGGAGGAA 
GATTGCAAAAGATGAGGGAGCCAAGGCTTTCTTCAAAGGTGCCTGGTCCAATGTGTTGAGAGGCATGGG 
CGGAGCTTTCGTATTGG 

SEQ ID. NO. : 103 

pKVC59B: Homologous to Rat scglO: Accession SCG1_RAT. 

ACGACTCACTATCAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGGGAAAAGG 

AGAGGCATGCCGCGGAGGTGCGCAGGAACAAGGAACTCCAGGTTGAACTGTCTGGCTGAAACGATGGAG 

GGTATGGCACGCCCCACCATTAGTAAATCCCCCTGCCTATATTATAATGGTTCATGCGATATCAGTATG 

GGAAATGTATGACATGGTTTAAAAAGAACTCATTATAAAAAACAAAAACAAAAAAACAGAATC 

SEQ ID. NO.: 104 

pKVC55: Homologous to Human LAMP-1: Accession HSLAMPIA 

AGCATGCTGATCCCCATTGCCGTGGGcGgCCTGCGGGGGCTGGTCCTCATCGTCCTCATTGCCTACCTC 

ATCGGCAGGAAGAGGAGCCACGCGGCTACCAGACGATCTAGCAGGGCTGCGACACGTCGGGCCGGCTGC 

CACTTCCGGTCCTCCGCTCGTCCCCTGAGCTTAGGTTGGCGTGGAGGGCGGCACGTTTCTTGCAAACTG 

ATTTTCAAATCTGCTTTATCCGATGTGAAGTTCATCTTGCAACATTTACTATGCACAAGAGTATTGAAA 

TGAC 

SEQ ID. NO.: 105 

pKVC49B: Homologous to Chicken Contactin; Accession GGCONTAC 

TTCATTATGAAAATATCAATAAATATGTCATTAGTTTACATTCAACTCTTTGTTATAAAATTAAACTTT 

TTAATAATAAGTGAAATGGGTGATTTCCCCCTGGAGGGATGTCAACAGGCTTAAAATCATTTCCCGGTT 

TCATAAAATACAAACTCCTTTGAAAAAGGGACAAAATCTCTTCATACTTTTGGGGAACGGATACTGTGT 

AAGCCCTCTGTACAAAAGnTGGGGTTTTCAnGTTACACTTTGGGGGTTTCCCTTTTCAAGGGGCCCC 

CCTGTGGGGGGTTTTTTTTTTATGCGGGCAACCAACTAAATTTTTTTTCCCAAATGGAATGCCCCGCCC 

TTTTTmCCTAATGTTTTTTGCAATAAGGGGGGCCAAAACCGGGGGAGGGTTTTTCCATGAAAAGGGT 

TCCTTAAGGGTGAGGGGGAACCACGCTTTGGGGGGGGGTTTTCCTTTTAAGTTTGTGGCCCCAGTAGGG 

GGGAGAAAGCCCTCCCCCCGGGAAACCAGGGTTTGGTTCCCCACGG 



FIGURE 5Q 



SEQ ID. NO.: 106 

pKVC47B: Homologous to Human 71 kD heat shock cognate protein; 
Accession HSHSC70 

CCTGAGMTAGGTCTAGCATTGTTCCACACAAAACAnTGMGGACCCAAATTTGTAGCAAATTCCATG 
GCAGTGAAGTTGAGCTGCTATAGTTAATAAACTGGGCATTCTTGATACTTGAATATGGAATATGTGCAC 
AAGGGAAGTAAATACAACATTGCACTTTATAAGCACTGTAnGTTAAGTGGGAAATGCAATGTCTTTAA 
AATAAAACTGTATTTAAAATTGGCGCCCCAAAA AAAAA 

SEQ ID. NO.: 107 

pKVC46B: Homologous to Human 71 kD heat shock cognate protein: 
Accession HSHSC70 

CCTGAGAATAGGTCTAGCATTGTTCCACACAAAACATTTGAAGGACCCAAATTTGTAGCAAATTCCATG 
GCAGTGAAGnGAGCTGCTATAGTTAATAAACTGGGCATTCTTGATACTTGAATATGGAATATGTGCAC 
AAGGAAAGTAAATACAACATTGCACTTTATAAGCACTGGTATTGTTAAGTGGGGAATGCAATGTGCTTA 
AATAAAACTGTATnAAAATTGGCACCAA 

SEQ ID. NO. : 108 

pKVCSSB: Homologous to Human Vacuolar proton ATPase channel: 
Accession HSPCHSUCA 

CTTTAGAGGACACACACNCACGGGGCCGCCGCCCCCCAGTAGTCGGTCTTGTAAATGCGCAGTGTCCTA 
GTGCCCGTTGTCTGCTACCCCGGCCTCGCCCCCGCCGCGCCCCGTGCCGTGGACATCCGGGCCCACTCC 
TTACCCATCCGGGCCTCCGGCCCCCACTCATCTGCGCTAGAGCGCTCTGTAGAAGGGTGAATTAGAGTT 
GTATTTCTCTTCACTGGATGTTTCTTATTTATA AAGATTTGATCTGnC 

SEQ ID. NO.: 109 

pKVC27B: Homologous to Rat Cytoplasmic Succinyl CoA synthetase; 
Accession RNGLTA 

GCGACACGTTCTGTCATTTATGTTCCTCCTCCTTTTGCTGCTGCTGCCATCAATGAAGCTGTTGAGGCG 
GAAATGCCCTTGGTTGTGTGCATTACTGAAGGTATCCCACAGCAGGACATGGTGCGGGTCAAGCACAAA 
CTGCTGCGTCAGGGAAAGACCAGGCTGATCGGGCCTAACTGCCCTGGAGTGATCAATCCTGGAGAATGC 
AAAATTGGCATCATGCTGGCCATATTCACAAGAAAGGAAGAGTTGGTATTGTGTCCAGATCTGGG 

SEQ ID. NO.: 110 

pKVC22: Homologous to Human clq beta isoform; Accession HSCIQBR 
GGAAAGATGGGATTGTATGAAACACTGCATTTCACAGCAAAGACCTCAGTCCAGAACACAACACAGGGG 
ACCAAGTGGATTCAGGTGTGGTCAAAACTCTGGGGATCACAGTGGGGATACCACCTCCAGGGCTGGTGA 
CAGATTCAGGACCCTCCTGGCACACCCGGGACCCCAGGGATAAAAGGAGAGAAAGGGCTGCCAGGGCTG 
GttGGAGACCATGGCGAGTTTGGGGAGAAGGGA GACCAGGGATTCTGGAATCAGAAA 

SEQ ID. NO. : 111 

PKVC22B: Homologous to Human Phospholipase A2: Accession HUMPHPLA2 
TTCCAGACGGGAGATTGATTGGAAAAAAAAGTAATGTGTTCCATTTAAAATTTTGGTATATGGCATTTT 
CTGACTTAGGAAGCCACAATGTTTTTGTTCTTGGCCCATCATGACATTGGGTAGCATTAAGTTTTGTGC 
TTCCAAATCACTTTTGmTTAAGGATTTCTTGATCnGTTATAGCCTGCCTTCAATTTTGATCTTTAT 
TCnTCTATnGTCAGGTGTACAGGATTACCTT TTTTAGCCTTCTGTCTT 
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SEQ ID. NO.: 112 

pKVC21: Homologous to Xenopus nrp-lb: Accession XLNRP 

ACCCmCCTATGTGTTTTATCTMTTanTTGGTTGTTAATATGGTAATMTTAAAAGTCAAGGTAAA 

TTTTAAATATTAAGATTTCTGATTTATTGAGCTTGACTTATGCCACCACGCTTATGTAAAATGAAAGTA 

GCACCATGGTGAAACTGAAAAAAGTTGCTCAGTTGTAACAGnTTGATTTATTCTTTCTTGTGACCTCT 

TTCCCTTATTGTCTTGAACCATAGCAAAAGGATACTGCATCTCTTAATAATTGTAGTGCTGAGGTTATT 
GAaGTTATAT 

SEQ ID. NO.: 113 

pKVClS: Homologous to Human Cytochrome oxidase I- Accession MIHSCG 
GTTATATTGACTCCTACAAACATAATCGTAAAGTGAATCTTTGCTCAAGTGTTGTCAAGGGTATATCCT 
GAGAATAGGGGGAATCAATGGACGAAGCCTCCTATGATAGCGAATACTGCTCCTATTGACAAGACATAG 
TGAAAGTGGGCCACTACGTAATATGTGTCGTGAAGAACAATG TCTAGTGAAGAGTTTGCTAGTACA 

SEQ ID. NO. : 114 

PKVC17B: Homologous to Rat SubstanceP receptor; Accession RNSPR05 

6CTATAGACACACAACTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTTTCACT 
CACCA 

SEQ ID. NO.: 115 

pKVC12B: Homologous to Human 90 kO heat shock protein- 
Accession HSHSP90R 

ACGCTCGTTTTCCAAAGAGAAGAGCGTTGTTTAGAGTAGCGAAATTCGAAGGCTGCTTAGGCGCATTGT 

AAAGCTGTTGGGGAAATAACTCCACAAGTTTCGTGAGTGGAAATGTAGTGCTCGAAACACATTCTGCTT 

TAAAAGGTTGTAACAAATACAAACAAATTTAAAAAAAGCTCTGACAAATGTTTTGTGTGGGGAAGCGGG 
GTTCCAAAATACAGGGCGGCCCC 

SEQ ID. NO. : 116 

pKVClOB: Homologous to Human Cytoskeletal gamma actin- 
Accession HSACTCGR 

TTGTCATCTCTTCAAGAATTGACAACAGATTTTGGTTTTCTACTGTCATGTGGAACATT 
AGGCCCCAGCTTCGGCTCCTTGTGCGAGGAAAATAAA 
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SEQ ID. NO.: 117 

pKVC9: Homologous to Human v-fos transformation effector- Accession 
HSFTEIA 

GCATCTGATGGCCTTAAGGGTCGTGTGTnGAAGTAAGCCTGGCTGATTTGCAGAATGATGAAGTTGCA 

TTTAGGAAATTCAAGCTAATTACTGAAGATGTTCAGGGCAAAAACTGCCTGACTAATCTCCATGGCATG 

GATCTTACCCGGGACAAAATGTGCTCCATGGTCAAAAAATGGCAGACCATGAnGAAGCTCACGTTGAT 

GTCAAAACTACCGATGGGTATTTGCTTCGTCTCTTTTGTGTCGGTTTTACTAAAAAACGCAACAATCAG 
A 

SEQ ID. NO.: 118 

pKVC6B: Homologous to Chicken Amphiphysin; Accession GDAMPHIP 
CCTTCCAGAACCCTGAGGAGCAGGATGAAGGCTGGCTCATGGGCGTGAAGGAGAGTGACTGGAACCAGC 

ACCTAGAGCTGGAGAAATGTCGGGGCGTCTTCCCCGAGAACTTCACCGAGCGGGTTCAGTGAGGGCAGC 
AGCTGCTGAG 

SEQ ID. NO. : 119 

pKVC6: Homologous to Human TAPA-1; Accession HSTAPAl 

TCTACGACCAGGCTTTGCAGCAGGCCGTGGTAGACGACGACGCCAACAATGCCAAGGCCGTGGTGAAGA 

CCTTCCATGAGACGCTCAACTGCTGTGGCTCCAGCACGCTCTCCGCGCTGACCACCTCCAnCTCAAGA 

ACAACCTGTGTCCTTCAGGCAGCACTGTCATCAGCAACTTCTTCAAGGAGGACTGCCACCAGAAGATCG 
ATGACCTCTTCTCGGGAAAGCTGTATCTCATTG GCAT 



SEQ ID. NO.: 120 

pKVC4B: Homologous to Rat alpha internexin; Accession#RNINTLAA 

CACCTAAAGAGTTGCCAGGTCTCTGTCACACATCTCCATTCACAACAGATAGGGTGTGATGCTTTTACT 

AAACTTTCTTATCCTAGGACCTGCTGCAATGGTTCAAGGAACTGGAAAGATGCTTTCTCTTCTTCCTTt 

CCCTCACTCCATCCCTGTCTTTACTCCTCAGACTTCCTGTAAAACATTAGTAAGATAAGAATTAAAAGT 
CACACGAATCCAC 

SEQ. ID. NO. : 121 
>pKVC154 

ATTTGGCTCAGTGGCAGAGCGCTTGCCTAGGAAGAGCAAGGCCCTGGGTTCGGTCCCCAGCTCCGpoly 

SEQ. ID. NO.: 122 
>pKVC159 

GGGAGGAGGAGGAAGAGGAGGAAGGAGAGGAGGAGGAGGAGGCTGCAAAGGCTCTGGGCTCCTCTpoly 

SEQ. ID. NO. : 123 
>pKVC151 

GTAATTAnGGCTCAACTTTCCTAATTGTCTGTCTACTACGACAACTAAAATTCCACTTCACATCAAAA 

CATCATTTCGGATTTGAAGCCGCAGCATGATACTGACACTTCGTAGATGTAGTTTGACTATTCCTATAC 
GTTTCTATCTATTGATGAGGATCCTpo 1 y ( A ) 
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SEQ. ID. NO.: 124 
>pKVC158 

GATTTGGAGMGCCnCGCATCAAAACGAGAAGTACGCTCAATTTCCTACTCCTCAACTAACCTAGAAT 
GACTGCATGGATGCCCCCCACCCTACCACACATTCGAAGAACCTTCCTACGTAAAAGTTAAATAAGAAA 
GGMGGAnCGAACCCCCTACAACTGGTTTCAAGCCAATTTCATAACCATTATGTCTTTCTCAATpoly 

SEQ. ID. NO.: 125 
>pKVC160 

AAGGATAATGCTGTnATTAAAAATATACTCAGGAAGTCAGGGTATTGATGCAATTTTACATACGCACT 

TGGGTAGTCTGAAGnCCA™TTCCAGCAGTTTATATAAATGTTTCAGATCAAAAGAGAAAGAAAACA 

CTTTACAGAGACCAGCAGTTGCTTATCAGTTTGGTCATGAGTCTGCnGTAGTAAAAATAAAACTCCCT 
CTTGCATTGCTGAAGAATGTCCTT 

SEQ. ID. NO.: 126 
>pKVC157 

CAGCTCCCTAGTACTTTACTATTATTTCACTAATACTAACAACAAAACTAACACACACAAGCACAATAG 
ACGCCCAAGAAGTAGAAACAATTTGAACAATCCTCCCAGCTGTCATTCTTATCCTAATTGCCCTTCCCT 
CCCTACGAATTCTATACATAATAGACGAGATTAATAACCCAGTTCTAACAGTAAAAACTATAGGACACC 
AATGATACTGAAGCTATGAATATCTGACTATAAGACCTATGCTTTGACTCCTACATAATCCC 

SEQ. ID. NO. : 127 
>pKVC156 

CCATGCTTGTGACAGACATACAGCCACTTCCAACTAAAGCAAGCCTCTGCTTCCTGCTACCTGCATGGA 

GCCCACTGTGACACTCAGACCATCCCCGGTCACTCACTCGTGTCTGAGAATCTCAGTGAGAGCTGCCTC 

TGTCACGGACGGAAGCCAACACAGCCACCTCTCGACCTGGCTCCCCACAGCACCCACCCTCCCTGCATG 

CAGCTGTCCCTGCTAACCCCCAATGTTATGTTACACTGTGTAAATCCCCACTGCTGCCGTGTGTGGGTT 

GTGTACGTCGTCATGTCCTGGTTTATAACTATGGTGCGGTCGGGAAGGATTCCTGTAATGCTGCTCTAA 
GA 

SEQ. ID. NO. : 128 
>pKVC153 

CCTAGACTCACAAGTCAAAGTAATACTAATATCTTATTGACCCAAnATTGATCAACGGACCAAGTTAC 
CCTAGGGATAACAGCGCAATCCTATTTAAGAGTTCATATCGACAATTAGGGTTTACGACCTCGATGTTG 
GATCAGGACATCCCAATGGTGCAGAAGCTATTAATGGTTCGTTTGTTCAACGATTAAAGTCCTACGTGA 
TCTGAGTTCAGACCGGAGCAATCCAGGTCGGTTTCTATCTATTTACAATTTCTCCCAGTACGAAAGGAC 
AAGAGAAATGGAGCCTCCTTACCATAAGTGCTCCCAACCAATTTATGpol y ( A) 

SEQ. ID. NO.: 129 
>pKVC152 

GCTTCAATTTACTAGnCAACTTATATAAAAACAACCTAATGGGCTAAAACAAAATAAATATGAACTAA 
AAAATTTCGGTTGGGGTGACCTCGGAGAATAAAAAATCCTCCGAATGATTTTAACCTAGACTCACAAGT 
CAAAGTAATACTAATATCTTATTGACCCAATTATTGATCAACGGACCAAGTTACCCTAGGGATAACAGC 
GCAATCCTATTTAAGAGTTCATATCGACAATTAGGGCCCACGACCTCGATGTTGGATCAGGACATCCCA 
ATGGTGCAGAAGCTATTAATGGTTCGTTTGTTCAACGATTAAAGTCCTACGTGATCTGA 
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SEQ. ID. NO. : 130 
>pKVC161 

AGAGATATCGGAACCCTCTACCTAnATTTGGAGCCTGAGCAGGAATAGTAGGGACAGCTTTAAGTATT 
CTAATTCGAGCTGAACTAGGACAGCCAGGCGCACTCCTAGGAGATGACCAAATCTATAATGTCATCGTC 
ACAGCCCATGCAnCGTAATAATTnCmATAGTAATACCTATAATAATTGGAGGCTTCGGGAACTGA 
CTTGTACCACTAATAATTGGAGCCCCTGATATAGCATTCCCACGAATAAATAACATAA6CTTTTGACTG 
CTTCCTCCATCATTTCTACTCC 

SEQ. ID. NO.: 131 
>pKVC162 

GAGCTGTT6CCAGTGTAAAGACAGCAAACATGGACACTCTCGCACTGTGCATCACAAA6CTAACAAATC 
GAAATCTTGAATGCAGTCTGTCCTAAGTCCAGGCAAGTGACAGCCATGTGTGTCTGCA6TGCTGTGTCA 
CCACGTCCTGCATTGTTGGAGCTGCTGCAGGGACACTGAGATGAGCAGGnCTTTGGAAAGAACTGTTG 
TGCTCCTCAAAGCAGTGTTCAGATTTTAAAGGTTCTTAGCCTCCTCAGTTCCTTATGTGGAACTGTAGG 
ATCCCCTTCATAAATTTTTAAAGTGCTTATGTGATCCAATTGGTCTACATTTT 

SEQ. ID. NO.: 132 
>pKVC36BR 

CTTTAGAGAAGGCAGGTCTTACAAACACTACAGAAAAGCCGTTTGGACGTAA 

AAATCCAAGGAGAAAGGAGTCATTAGGAAATGTAACATAGGACACAGAACG 

CATGTTGTGTGATGGTCCCTTCTCTTCCGTGTGGTTCCAGAATATGCTCCTGAC 

CCCAGAGCCGCCACCTGAGCGCGCACCGGGAAGGTCACAGACGACTTCAGGC 

TTCAGGCGCAACGTC 
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